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Table Browser

Use this program to retrieve the data associated with a track in text format, to calculate intersections between tracks, and to retrieve DNA sequence covered by a track. For help in using
this application see Using the Table Brawser for a description of the controls in this form, the User's Guide for general information and sample queries, and the OpenHelix Table Browser
tutorial for a narrated presentation of the software features and usage. For more complex queries, you may want to use Galaxy or our public MySQL server. To examine the biological
function of your set through annotation enrichments, send the data to GREAT. Send data to GenomeSpace for use with diverse computational tools. Refer to the Credits page for the list
of contributors and usage restrictions associated with these data. All tables can be downloaded in their entirety from the Sequence and Annotation Downloads page

clade: | Mammal v| genome: Human v | assembly: |Feb. 2008 (GRCh37/hg19) v

group: | Genes and Gene Predictions v| track: | UCSC Genes v| | add custom tracks || track hubs |
table: | knownGene v | | describe table schema |

region: genome ENCODE Pilot regions @ position m-g 903,080-4,962-154| | | lookup | define regions |
identifiers (names/accessions): | paste list || upload st |

filter:

intersection: | create |

correlation: | create

output format: | selected fields from primary and related tables v | Send output to [ Galaxy [ GREAT [J GenomeSpace
output file: (leave blank to keep output in browser)

file type returned: © plain text gzip compressed

get cutput || summary/statistics

To reset all user cart settings (including custom tracks), click here.

Using the Table Browser

This section provides brief line-by-line descriptions of the Table Browser controls. For more information on using this program, see the Table Browser User's Guide

« clade- Snecifies which clade the oraanism is in
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Select Fields from hg19.knownGene

@ jname Name of gene

[ |chrom Reference sequence chromosome or scaffold

v |strand + or - for strand

v txStart ‘Transcription start position (or end position for minus strand item)
@ [txEnd ‘Transcription end position (or start position for minus strand item)

(I |edsStart  |Coding region start (or end position if for minus strand item)

() |[cdsEnd Coding region end (or start position if for minus strand item)
exonCount|Number of exons

exonStarts |Exon start positions (or end positions for minus strand item)
exonEnds [Exon end positions (or start positions for minus strand item)
proteiniD  |UniProt display ID, UniProt accession, or RefSeq protein ID
aligniD Unique identifier (GENCODE transcript ID for GENCODE Basic)

| get output ‘ cancel ‘ check all H clear all |

hg19.kgXref fields
1 [kglD Known Gene |D
1 mRNA mRNA ID
[ |splD UniProt protein Accession number|

spDisplaylD \UniProt display ID
geneSymbol|Gene Symbol

refseq RefSeq ID

[ |protAcc NCBI protein Accession number
1 ldacrrintinn [Nacrrintinn
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#name chrom strand txStart txEnd
uceladrk.1 chrlg - 60950 70966
ucoe2los.3 chrly - 76218 77690
uc@@2lob.1 chrig + 187145 111417
ucoa2loc.1 chrls  + 110678 111596
uc@18drm.2 chrig - 197015 262209
ucea2lof.1 chrly - 204884 204945
ucea2log.1 chrig - 285024 205855
uc@21ulu.1 chrig - 289328 209356
ucoa2loh.3 chrly - 281043 291169
uc@@2loi.3 chrig - 281043 291435
ucoa2los.3 chrly - 281043 291435
uc@82lok.1 chrig - 385574 344791
uceazlol.3 chrly - 362056 376013
ucee2lom.3 chrig - 362056 376013
uc@d2loo.3 chrig - 485442 489178
ueo21ulv.1 chrly - 407095 488361
uc@d2loq.4 chrig - 416582 460996
uceazlor.3 chrly - 463345 474983
uceledrp.3 chrig - 463345 474983
uc@@2los.3 chrig + 496483 585343
ucoealot.3 chrls  + 496489 505343
u(BlGdrq.S chrig + 496489 585343
ucoa2lou.3 chrls  + 507496 519654
uc@2lulw.1 chrig + 587881 587966
ucea2lov.3 chrls  + 531732 542087
ucea2low.2 chrig + 544033 549920
uc@31rit.1 chrig + 544033 549928
ueo21ulx.2 chrls  + 571276 583493
uc@a2loy.4 chrig + 571276 583493
ucea2loz.4 chrls  + 572453 583493
ucee2lpa.4 chrig + 572453 583493
uc@a2lpc.3 chrig + 578845 583493
ucoe2lpe.3 chrls  + 589882 617159
u(BGlef.l chrig - 617222 633568
ucolaxfq.2 chrls  + 639925 643604
uc@18xfr.1 chrig + 639925 643703
uceladrs.3 chrlg - 647525 663233
ucea2lpk.1 chrig + 676388 683392
uc@l@drt.1 chrig + 688714 683392
ucoe21pl.1 chrly - 685545 695461
uc@18xfs.1 chrig - 685545 695461




